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 To better understand how the MADS domain transcriptional regulator 
AGAMOUS-Like 15 (AGL15) functions during and after seed development, a 
chromatin immunoprecipitation (ChIP) approach was used to identify directly 
regulated genes. AtGA2ox6, which encodes an enzyme involved in GA 
metabolism, was identified and confirmed as a direct downstream target of 
AGL15. Constitutive expression of AGL15 and of AtGA2ox6 altered endogenous 
GA amounts and caused GA-deficient phenotypes in Arabidopsis that could be 
at least partially rescued by application of biologically active GA. The 
phenotype of plants with decreased expression of AtGA2ox6 was the converse of 
plants overexpressing AtGA2ox6 in terms of seed germination attributes and 
effects on somatic embryo production. 
 
 


